GTGACTGCTATCACCCTTGGCGGTCTCTTGTTGAAAGGAATAATTACTCTAGTGTCGACT 
1 + + + + + + 60 

MTAITLGGLLLKGI ITLVST 

CACACATCTTCAACGCTTCCAGCATTCAAAAAGATCTTGGTAGCAAACCGCGGCGAAATC 
61 + + + + + + 120 

HTS STLPAFKKILVANRGE I 

GCGGTCCGTGCTTTCCGTGCAGCACTCGAAACCGGTGCAGCCACGGTAGCTATTTACCCC 
121 + + + + + + 180 

AVRAFRAALETGAATVAIY P 

CGTGAAGATCGGGGATCATTCCACCGCTCTTTTGCTTCTGAAGCTGTCCGCATTGGTACT 
181 + + + + + + 240 

REDRGSFHRSFASEAVRIGT 

GAAGGCTCACCAGTCAAGGCGTACCTGGACATCGATGAAATTATCGGTGCAGCTAAAAAA 
241 + + + + + + 300 

EGS PVKAYLDIDE I IGAAKK 

GTTAAAGCAGATGCTATTTACCCGGGATATGGCTTCCTGTCTGAAAATGCCCAGCTTGCC 
301 + + + + + + 360 

VKADAIYPGYGFL S ENAQLA 

CGCGAGTGCGCGGAAAACGGCATTACTTTTATTGGCCCAACCCCAGAGGTTCTTGATCTC 
361 + + + + + + 420 

RECAENGITFIGPTPEVLDL 

ACCGGTGATAAGTCTCGTGCGGTAACCGCCGCGAAGAAGGCTGGTCTGCCAGTTTTGGCG 
421 + + + + + + 480 

TGDKSRAVTAAKKAGLPVLA 

GAATCCACCCCGAGCAAAAACATCGATGACATCGTTAAAAGCGCTGAAGGCCAGACTTAC 
481 + + + + + + 540 

ESTPSKNIDDIVKSAEGQTY 

CCCATCTTTGTAAAGGCAGTTGCCGGTGGTGGCGGACGCGGTATGCGCTTTGTTTCTTCA 
541 + + + + + + 600 

P I FVKAVAGGGGRGMRFV S S 

CCTGATGAGCTCCGCAAATTGGCAACAGAAGCATCTCGTGAAGCTGAAGCGGCATTCGGC 
601 + + + + + + 660 

PDELRKLATEASREAEAAFG 

GACGGTTCGGTATATGTCGAACGTGCTGTGATTAACCCCCAGCACATTGAAGTGCAGATC 
661 + + + + + + 720 

DGSVYVERAVINPQHI EVQ I 
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CTTGGCGATCGCACTGGAGAAGTTGTACACCTTTATGAACGTGACTGCTCACTGCAGCGT 
721 + + + + + + 780 

LGDRTGEVVHLYERDCSLQR 

CGTCACCAAAAAGTTGTCGAAATTGCGCCAGCACAGCATTTGGATCCAGAACTGCGTGAT 
781 + + + + + + 840 

R H Q KVVEIAPAQHLDPELRD 

CGCATTTGTGCGGATGCAGTAAAGTTCTGCCGCTCCATTGGTTACCAGGGCGCGGGAACC 
841 + + + + + + 900 

RICADAVKFCRSIGYQGAGT 

GTGGAATTCTTGGTCGATGAAAAGGGCAACCACGTTTTCATCGAAATGAACCCACGTATC 
901 + + + + + + 960 

VEF LVDEKGNHVF IEMNPRI 

CAGGTTGAGCACACCGTGACTGAAGAAGTCACCGAGGTGGACCTGGTGAAGGCGCAGATG 
961 + + + + + + 1020 

QVE HTVTEEVTEVDLVKAQM 

CGCTTGGCTGCTGGTGCAACCTTGAAGGAATTGGGTCTGACCCAAGATAAGATCAAGACC 
1021 + + + + + + 1080 

RLAAGATLKELGLTQDKIKT 

CACGGTGCAGCACTGGAGTGCCGCATCACCACGGAAGATCCAAACAACGGCTTCCGCCCA 
1081 + — + + + + + H40 

HGAALQCR-JCTTEDPNNGFRP 

GATACCGGAACTATCACCGCGTACCGCTCACCAGGCGGAGCTGGCGTTCGTCTTGACGGT 
1141 + + + + + + 1200 

DTGT ITAYRS PGGAGVRLDG 

GCAGCTCAGCTCGGTGGCGAAATCACCGCACACTTTGACTCCATGCTGGTGAAAATGACC 
1201 + + + + + + 1260 

AAQ LGGEITAHFD SMLVKMT 

TGCCGTGGTTCCGACTTTGAAACTGCTGTTGCTCGTGCACAGCGCGCGTTGGCTGAGTTC 
1261 + + + + + + 1320 

CRGSDFETAVARAQRALAEF 

ACCGTGTCTGGTGTTGCAACCAACATTGGTTTCTTGCGTGCGTTGCTGCGGGAAGAGGAC 
1321 + + + + + + 1380 

TVS GVATNIGFLRALiIjREED 

TTCACTTCCAAGCGCATCGCCACCGGATTTATCGGCGATCACCCACACCTCCTTCAGGCT 
1381 + + + + + + i44 ° 

FTSKRIATGFIGDHPHLLQA 
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CCACCTGCGGATGATGAGCAGGGACGCATCCTGGATTACTTGGCAGATGTCACCGTGAAC 
1441 + + + + + + 1500 

PPADDEQGRILDYLADVTVN 

AAGCCTCATGGTGTGCGTCCAAAGGATGTTGCAGCACCAATCGATAAGCTGCCCAACATC 
1501 + + + + + + isgo 

KPHGVRPKDVAAPI DKLPN I 

AAGGATCTGCCACTGCCACGCGGTTCCCGTGACCGCCTGAAGCAGCTTGGCCCAGCCGCG 
1561 + + + + + + 1620 

KDLPLPRGSRDRLKQLGPAA 

TTTGCTCGTGATCTCCGTGAGCAGGACGCACTGGCAGTTACTGATACCACCTTCCGCGAT 
1621 + + + + + + 1680 

FARDLREQDALAVTDTTFRD 

GCACACCAGTCTTTGCTTGCGACCCGAGTCCGCTCATTCGCACTGAAGCCTGCGGCAGAG 
1681 + + + + + + 1740 

AHQ S LLATRVR S F A L KPAA E 

GCCGTCGCAAAGCTGACTCCTGAGCTTTTGTCCGTGGAGGCCTGGGGCGGCGCGACCTAC 
1741 + + + + + + 1800 

AVAKLTPELLSVEAWGGATY 

GATGTGGCGATGCGTTTCCTCTTTGAGGATCCGTGGGACAGGCTCGACGAGCTGCGCGAG 
1801 + + + + + + i860 

DVAMRFLFEDPWDRLDELRE 

GCGATGCCGAATGTAAACATTCAGATGCTGCTTCGCGGCCGCAACACCGTGGGATACACC 
1861 + + + + + + 1920 

AMPNVNIQMLLRGRNTVGYT 

CCGTACCCAGACTCCGTCTGCCGCGCGTTTGTTAAGGAAGCTGCCAGCTCCGGCGTGGAC 
1921 + + + + + + 1980 

PYPDSVCRAFVKEAASSGVD 

ATCTTCCGCATCTTCGACGCGCTTAACGACGTCTCCCAGATGCGTCCAGCAATCGACGCA 
1981 + + + + + + 2040 

IFRIFDALNDVSQMRPAIDA 

GTCCTGGAGACCAACACCGCGGTAGCCGAGGTGGCTATGGCTTATTCTGGTGATCTCTCT 
2041 + + + + + + 2100 

VLETNTAVAEVAMAYSGDLS 

GATCCAAATGAAAAGCTCTACACCCTGGATTACTACCTAAAGATGGCAGAGGAGATCGTC 
2101 + + + + + + 2160 

DPNEKLYTLDYYLKMAEEIV 

AAGTCTGGCGCTCACATTCTGGCCATTAAGGATATGGCTGGTCTGCTTCGCCCAGCTGCG 
2161 + + + + + + 2220 

KSGAHILAIKDMAGLLRPAA 
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